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SEQUENCE LISTING 

<110> BIEMANS , Ralph 

DENOEL, Philippe 
FERON, Christiane 
GORAJ, Carine 
JENNINGS, Michael Paul 
POOLMAN, Jan 
WEYNANTS , Vincent 

<12 0> VACCINE COMPOSITION COMPRISING 

LIPOOLIGOSACCHARIDE WITH REDUCED PHASE VARIABILITY * 



<130> B45309 

<140> Not Yet Assigned 
<141> 2005-02-02 

<150> PCT/EP03/008569 
<151> 2003-07-31 

<150> GB 0218037.0 
<151> 2002-08-02 

<150> GB 0218036.2 
<151> 2002-08-02 

<150> GB 0218035.4 
<151> 2002-08-02 

<150> GB 0218051.1 
<151> 2002-08-02 

<150> GB 0220197.8 
<151> 2002-08-30 

<150> GB 0220199.4 
<151> 2002-08-30 

<150> GB 0225524.8 
<151> 2002-11-01 

<150> GB 0225531.3 
<151> 2002-11-01 

<150> GB 0230164.6 
<151> 2002-12-24 

<150> GB 0230168.7 
<151> 2002-12-24 

<150> GB 0230170.3 
<151> 2002-12-24 



<150> GB 0305028.3 
<151> 2003-03-05 



<160> 13 



<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 1 

cctttagtca gcgtattgat ttgcg 

<210> 2 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 2 

atcggtgcgc gcaatatatt ccgactttgc caattcatc 

<210> 3 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<22 0> 

<223> primer 
<400> 3 

cgatgatgct gcggtctttt tccat 

<210> 4 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 4 

atgaagctca aaatagacat tg 

<210> 5 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 5 

atctgcgggc ggcggcgcga cttggat 



<210> 6 



<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 6 

gaattcggat ccaactgatt gtggcgcatt cc 

<210> 7 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 7 

tgccgtctga agacttcaga cggcttatac ggatgccagc atgtc 

<210> 8 
<211> 11 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 8 
cgccgccgcc c 

<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 9 

aaccgttttc ctattcccat 

<210> 10 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 10 

caccgatatg cccgaactct a 

<210> 11 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 



<400> 11 

caccgccaaa ctgattgt 



18 



<210> 12 
<211> 680 
<212> DNA 

<213> Neisseria meningitidis 



<400> 12 

atgaagctca aaatagacat tgcaaccagc 
tacacattgg atttggtaaa gggtctgaac 
acgaaatttg atcacggcat tcctgaatac 
caccggacgc tgaaaaaact acgcccattc 
aaaaacagtg ccgccaaact gattgcctgc 
tgcggcggca cacacttggg ctacctgcac 
cgcctcgcca tacgccgtaa ccgcagcaac 
tcccatatga tgcggtgcga actggtcgga 
gtcgcccccc cccccgcaga tacggaacgc 
ctgcgcgcca aatacggctt tgccgactat 
cacacgcgca aaggtctgga actgcttgcc 
aagctcgccg ttgtcggctc 



aacttcaaac acggcggcgg cacggaacgc 60 
agacaaaaca tcacaccggc cgtttatgcg 120 
gccatgatcg aaccccatct tgtcgatcaa 180 
ctcttttcaa gccggctcac tcaaaccaga 240 
caccacgccg attacgccga cctcctcatc 300 
catatggcgc aaaaaccgaa cctgctcgac 3 60 
tacgccaccg ccaaactgat tatggcgcat 42 0 
ctgtacggcg ttccccctga aagaatccaa 480 
ttcttcccgc aacccggaga agctgccgac 540 
gaaaccgttt tcctgttccc atcgaccggc 600 
gactttttcg aacataccgg cctgcccgtc 660 

680 



<210> 13 
<211> 680 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Neisseria meningitidis strain MC58 mutant "fixed" 
lgtG open reading frame 



<400> 13 

atgaagctca 

tacacattgg 

acgaaatttg 

caccggacgc 

aaaaacagtg 

tgcggcggca 

cgcctcgcca 

tcccatatga 

gtcgcgccgc 

ctgcgcgcca 



aaatagacat 
atttggtaaa 
atcacggcat 
tgaaaaaact 
ccgccaaact 
cacacttggg 
tacgccgtaa 
tgcggtgcga 
cgcccgcaga 
aatacggctt 



tgcaaccaac 
gggtctgaac 
tcctgaatac 
acgcccattc 
gattgcctgc 
ctacctgcac 
ccgcagcaac 
actggtcgga 
tacggaacgc 
tgccgactat 



aacttcaaac 
agacaaaaca 
gccatgatcg 
ctcttttcaa 
caccacgccg 
catatggcgc 
tacgccaccg 
ctgtacggcg 
ttcttcccgc 
gaaaccgttt 



acggcggcgg 
tcacaccggc 
aaccccatct 
gccggctcac 
attacgccga 
aaaaaccgaa 
ccaaactgat 
ttccccctga 
aacccggaga 
tcctgttccc 



cacggaacgc 
cgtttatgcg 
tgtcgatcaa 
tcaaaccaga 
cctcctcatc 
cctgctcgac 
tatggcgcat 
aagaatccaa 
agctgccgac 
atcgaccggc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 



cacacgcgca aaggtctgga actgcttgcc gactttttcg aacataccgg cctgcccgtc 660 
aagctcgccg ttgtcggctc 680 



